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EYEF O IULTHRELE Bizard ¥

1.2 FEHEE

RIBEEEEEERINFRITORINTIINEE, EEVMEFHRPEIEEEE(ER. RIBESTWHCIESS
EHEMELEYE, FIHIERAEAMTIER ggplot2, ggpubr FREBEMMRHITEE. MRE. ERESE
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Openbiox £ 2025 FA&FE T —N& A Bizard B9FHRINA (https:/github.com/openbiox/Bizard), iX2—
MEFHRIMENSETIAAIETFHERE. Bizard SEBUENEFHRFRIEIEST, BE TSI
83, (BH T HERRBRNRET W EZREREMESR, AFS. FIRFNNCEIERT IR
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Bizard & T REEZMMRRAIATMLAES, S153KE8 GraphGallery (https:/r-graph-gallery.com/) &
SEFRABURBXTFNERNINERNCIFEIRMEE R (B1-2) . BERNEREAEYESZHAREHESE
RGN AU SERBESHREE. BIFREAKIER, (BHEXEE, 1THRRER, [FRRERRET
RZFREAS, MIEESMARAER, XF—PMEMIZEAUEAARIEE, IREENEYEEF TR
S SnEN, PEEES. EREFEREHMRHIBSIE,
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- R Setup

% Bizard : function survey Data preparation Environment setup Code explanation
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Data Visualization = — 1=
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1.2.1 HilfRE: tXESREREE

ATFE Bizard NEIXHIEANS, &iF Bizard HXUWIETRIAINE, TMEAESRSHAMTXARIESE
EMEFHFEXRER, £/ Bizard 58 1 B3(E5S, SLMBEBZHME, —HE 31 MEFREBUI, HE
THEA, HF. IEK 3 KKE,

BIREREE:

(1) BASICS: UpsetEl. FRE. WmE. SZ29¥AE. PCAE. HTE. UMAPE. =tE. o=t
E. REEKE

(2) OMICS: WMEE. KIIE. HAERESEE. SERWE. RfEAGHEE. EREHE. AOE. S48
XILE., XFEMNUEESTIEIRE. R%IEXRE., KEGGERE. MotifE., MIBETMNEE. RE. i+
SE

(3) CLINICS: ERE. EFDHFRE. TTHOWAHME. HEMEE. Kaplan-MeierEFriLE. DFEE

1.2.2 FISAZ: HiplotEREIE

Hiplot /& Openbiox #t XA RRIEYEFEIETRH AR BN AERF. B 2019 FLK, Hiplot S¥F&EsLH
THENMEYEZIWWESG, REEMTT. SEFESHT. EAS. BEOT. BEDT. EEDH.
HEFH. KIGEENGEE S, Bizard IIBAEXY Hiplot FEAVRTiEGHTEE, —HKET 177 4
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RS HIERRT, BB TR EEFERIX LS. Hiplot {EJ9 Bizard 58 2 HiESS, REUKAEIRER,
Github Pull Requests $#23za95 T HERT,

SCHLRIEA T :
(1) BB Bizard IIBED, BN fork EINMAKS;
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(3) @T Github BIZEXIRE Pull Request, HRIEIEBFMEMITE, F4& Pull Request §E. ERSTIAM
%. BEESRImBAELERIET,;

(4) Bizard B#ZEIBAXS Pull Request B{TERZ, EEEN gmd BENHIERNBSEE#SRRI 7T,

1.2.3 RGIEIEEREE

AT HERAFERLENT, Bizard EEMHIETERM T IEUES, FEXEEESES LEETERR
FRIEITELSERRI S TURMINR. AT IREREEETMCAERSSN, FrElIEESEERERE—IIN
ST TR,

HEEIEAOTERSE:

(1) fEUiRElL: SUREEN S TSR ERE IS, 8heaxk
(2) IERK(E: RAUEXRSBREENEE;

(3) FRTUR: RETGIEEESER AT, MFRTXRAVEEE. BEETAZ=ATTS.
(4) SBRINE: HIEHERRGERITHS, N, EiSEEREAY;
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il XEMCEEEEIEF AR, (& Bizard EMZMA. BAFIHN, EFIRSTE—(EUETN
LelesE.

PRI BIE:
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(2) Graph Gallery RSB : £33 Bizard N EBENMERE, RAFBUEERS|, ERFEXKERE
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(3) FRBEFRM: SINEBENSROSFEMUERERS|E, BHARERIEVAERS,

(4) PuEEIEhEERE: (FF GitHub Actions SEEISR#EAE TR Pull Request [FEMUERMIFFIPEE]
GitHub Pages;

1.3 BSE#R %

$—ME (2025.7.1 ~ 2025.7.31)
SRS B AT A EER N 3 S T E.
RENEMORERED 3 MNALTILER AN B E.
2 R ERERZHSZE (BASICS) NIMEGRIREEREE, GiF: NEEE. BEE. HEAE. Bk
B, Hh&EZ,
B = EZERHZE (OMICS) KRR EREREIE, 95 KB, EREESTE. BEE
HE. MEEnELE,
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O =RUIERER S 3 (CLINICS) RURIIICHIEREERERE, GiF: £FHEE. HRMUE. EFF
BE. XEFoES.

SMER (2025.8.1 ~ 2025.9.15)
5eh% Hiplot AR AN FEEF RAISURIVEIE, BIRTIIEURSE HEEBNTLMEREUENSIENE
.
%R Bizard TNESHEEK, FoAk 177 4 Hiplot fEARIFFRRI SRR G EREEIE,
SEREMEII M T ER A AT BRI S BRI,
S=BER (2025.9.16 ~ 2025.9.30)
X Bizard RUSHTHMN, IERHFEEIRENSRIIZ FAtt.
i@l babelquarto 6, SCHR Bizard MESHIREES SIRITIIEINRE,

Bid reactable &, #3%& Bizard WukAY Graph Gallery TUHE. H{ERFTUSHEER,, HEFmEHk
BRI R A E S AR,

{8 GitHub Actions SEIIRUAHI B TNLESRANZEE

2. InEiHE
2.1 85I 1E
2.1.1 HXIEEEEREE

HE*XPREEREE: https://github.com/openbiox/Bizard/pull/126, https://github.com/openbiox/Bizar
d/pull/127, https://github.com/openbiox/Bizard/pull/128, https://github.com/openbiox/Bizar
d/pull/129, https://github.com/openbiox/Bizard/pull/130, https://github.com/openbiox/Bizar
d/pull/131, https://github.com/openbiox/Bizard/pull/132, https://github.com/openbiox/Bizar
d/pull/133, https://github.com/openbiox/Bizard/pull/134, https://github.com/openbiox/Bizar
d/pull/169, https://github.com/openbiox/Bizard/pull/170, https://github.com/openbiox/Bizar
d/pull/171

B XAESEEZR, —HAANT 31 MER, RERRNATHBEEHIT T, BETEM. 8%, 16K
3REE (E2-1) .
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Abbreviations: Cl = Confidence Interval, HR = Hazard Ratio

Regression Table

Rapans v e o

T NN T R R

——— ———— — —— ——— — — — — ——

Lollipop

El2-1: Bizardit K{FEERICH

A NEEEFHIERER, ——Upset®, RERENHETCESHOEIRERE (B2-2) . BFREA
Bizard Upset Plot WG, ALURRUATRANSERER, BEAREiE:

(1) FFINE: Br7TERNENMER, mATERNRSHEE, MEFHT T BIENNE,
(2) FREE: EANNBLERERIN RIESEFE,

(3) BEESS: NNk Bizard HEEFRIELROIEHRSE, FXIEUEHTEE,



https://openbiox.github.io/Bizard/Ranking/UpsetPlot.html

(5) NMRIAR: Nt

Upset Plot
AurhoRs

[Editor] zilun Jin;
[Contributers] Ye Xin, Hu Zheng,

Step1

The Upset diagram is similar to the Vean diagram, maMyshewmgmenvmouoFalcmcn(s n the i n(crseclcnoldﬂetcnl sats,
However, the

solve thy bl f poer the Venn di d it ide addit l statisti
Example
20
17
14
10
7 T
I 5 s
This is the basic style of the Upset graph. i i thi . The top part the number of
and the left partis ofthe The
matrix part in idd| i ets,
sewp 7 Step2
* Dependent packages: UpsetR; ggupset
. 1 e (u]

install. packages{"UpSetR")

1F (Irequirenanespace(“ggupset”, quietly = TRUE)) {
install. packages("ggupset”)

}

# Losd packages
1ibrary (pseth)
Itorary (ggwpset)

Data Preparation Ste p3
* The movies datasetwas ereated by the GroupLens lab and Bilal Alsallakh; the mutations dataset was originally created by the
TCGA i d tational land: in 284 glicblastoma multiforme

« Both datasets are included in the UpSet® package

# UpSetR can accept three formats of data. The first s (see listInput variable), the(s]
i sipression vecton (tee sxprestiontiout vananle} e the third 15 3 data frame consisting of ©,1
(e

. Peaam, csv data
The list format requires each vector in the list to be a set. UpsetR requires each set to be named, and the
elenents in the vector are mesbers of the corresponding Set. When usng the Upset function to draw, you need to

use the fromList function to convert the list data format

HstInput <- List(one = c{i, 2, 3, 5, 7, 8, 41, 12, 1), two = <1, 2, 4, 5, 16), three = <{d, 5, &, 7, 8, 9, 10,
& The expression format accepts a vector of expressions. The elements of the expression vector are the names of
the sets in the intersection (separated by 8), and the numeric elements in the intersection. knen using the upset

expressionTnput
onebtuokthree

movies <- read.csv( sysm file("extéstar, "movies.cov , package = "UpSetR"), header=T, sep=";" )
mutations <- read.csv( system.file(“extdata’, “mutations.csv", package = “UpSetR"), headersT, sep = *,%)

LRHIERZ
AT BRENETETRIRANBR SR,

Visualization &

1. Basic Upset Plot

This basic Upset graph shows the number of movies that contain different elements.

# Use the above three data types to draw the Upset graph
upset(fromList(listInput))

upset (fromExpressiaon(expressionInput))

upset(movies)

Intersection Size

75 50 25 00
Set Size

Applications &

Conli bt
Illlll||lIII'|II|Il.|||I“|“l

Figure 21: Applications of Upset plot

This graph shows the statistics of different diseases in the population and their survival time. [1]

Reference

Step4

(m}

Step5

(1] Peng X, Hu Y, Cai W. Association between urinary incontinence and mortality risk among US adults: a prospective cohort study. BMC
Public Health. 2024 Oct 9:24(1):2753. doi: 10.1186/512889-024-20091-jwh. PMID: 39385206wi; PMCID: PMC11463129e).

E2-2: Bizard Upset ESIHIE(FEAITE

2.1.2 Hiplot ElZ=%1H

tBXPREEREE: https://github.com/openbiox/Bizard/pull/135, https://github.com/openbiox/Bizar

d/pull/136,

https://github.com/openbiox/Bizard/pull/137,

https://github.com/openbiox/Bizar

d/pull/138,

https://github.com/openbiox/Bizard/pull/139,

https://github.com/openbiox/Bizar

d/pull/140,

https://github.com/openbiox/Bizard/pull/141, htt

ttps://github.com/openbiox/Bizar

d/pull/142,

https://github.com/openbiox/Bizard/pull/143,

https://github.com/openbiox/Bizar

d/pull/144,

https://github.com/openbiox/Bizard/pull/145,

https://github.com/openbiox/Bizar

d/pull/146,

https://github.com/openbiox/Bizard/pull/147,

ps://github.com/openbiox/Bizar

d/pull/150,

https://github.com/openbiox/Bizard/pull/151,

ps://github.com/openbiox/Bizar

d/pull/153,

https://github.com/openbiox/Bizard/pull/156,

ps://github.com/openbiox/Bizar

d/pull/157,

htt
htt
htt
htt

d/pull/159

i 5(3“ Hlplot E&a ETEE#FJ‘&?‘}EEE

a2 N

.

https://github.com/openbiox/Bizard/pull/158,

ps://github.com/openbiox/Bizar
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https://github.com/openbiox/Bizard/pull/156
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E2-3: HiplotEF&LCR

BANEEEPHIERMER, ——mFRE (Area) , KB Hiplot BINZFETMAHNEMIRERE (B2-4) .
FBF# A Bizard Area Plot WG, AILURRUATANSERER, BEAREiE:

(1) EfNE: RAERRT Hiplot l4RISER, FXIEFHT T BIRNNE,

(2) Hiplot ffiff: md E—PHISERERMEER Hiplot P&, £/ Hiplot IAATLISCIIERBRE, 1
BILUBY MES B AIRIDARE

(3) WIRELE: LEMINEEEZERZI RIESERFE;
(4) uEHER: DN Bizard ERFRIELRAIEUES, FXIEIRHITEIE;



https://openbiox.github.io/Bizard/Hiplot/001-area.html

(5) wifk:

Area Plot
Step1

numioRs

(it zhen

[Conteibutors]

line are commonly

emphasized with colors, textures and hatchings.

Step2

2
s Group
s W Growet
£ B Growez
s W Growet

19000 19025 19050 19075
vavie uatiia

Area
Display the data distribution

vue distribution o

Setup

Step3

ross-platform

+ Programming language: R

* Dependent packages; data.table; Jsonlite; gaplor2; gathenes

B RIESLEIBREHIER

Data Preparation
The loaded data are xaxis.value and yaxis.value.

# Load data
data <-
data.table: : fread(jsonlite: :read_json("https://hiplot.cn/ui/basis
data <- as.data.frane(data)

# View data
head(data)

Visualization

# Ares Plot
P <- geplot(data, aes(x
geon_area(alpha = 1) +
ylab("yaxis.value”) +
xlab("xexis.value®) +
getitle(*area Plot") +
scale_fill manual(values = c("#604d39","#5bbad6", " #1e9786")) +

= xaxis.value, y = yaxis.value, fill = group)) +

theme_stata() +
theme(text = element_text(family = "Arial"),
plot.title = element_text(size = 12,hjust = @.5),

= element_text(size = 12),

= element_text(size = 10),

t(angle = @, hjust = @.5,vjust = 1),
eht",
ertical”,

axis.title
axis.text
axis.text.x =

legend. positic
legend. direct:
legend.title = element_text(size = 10),
legend.text = element_text(size = 18))

P
Area Plot
o
o
S
s
o
g
P
|
o)
T T T T
19000 19025 1905.0 1907.5
xaxis.value

[E|2-4: Bizard Area ESFEEREE

2.1.3 REIEHEEEEIE

Step4

ic/area/data. json")$exampleDatastextarea[ [1]])

Stepsd

group
B coupt
B Groupz
B Groupa

tBXPREEREE: https://github.com/openbiox/Bizard/pull/154, https://github.com/openbiox/Bizar

d/pull/155

FEEESTTITRA IS, B3 WetEBEEHBERIEEEREXEENF—F. N THREIETHR

miEReinin, NBERGENEIIREN SRS TEE (B2-5) , BRLRNT:

(1) SiEES: EAENRRSIESERNERITEE, MERKE, BRTR, FREEHE,
(2) LIEEBRR: HEES<EE BEHLEEBNZNSEME, XESERFTEELIEREES,
(3) (ER&IEHE: S PIEIESEETLIBIE—RIEERKIGEIE (URL) #TiHR, BiY RIESH

FBH TIsERN;

Data Preparation

DAVID.txt
£ gallery_data.csv
4 gallery_data zh.csv
GSE243555_all_genes with_counts txt
£ raponi2006_public_raponi2006_public_clinic
&) TCGALHC clinicalMatrix.csv
) TCGA-BRCA htseq_counts_processed.csv
TCGA-CHOLmethylationd50.tsv
= TCGA-LIHC htseq_counts.csv.gz
(5 TCGA-LIHC star_fpkm_processed.csv

8 volcano.eg.xdsx

Upload to Tencent Cloud

Bz

E2-5: TIEEEE

Using Data Links

LIV ES
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2.1.4 BizardRug{iik
2.1.4.1 RRXIDLENE

HBXPRYEEE: https://github.com/openbiox/Bizard/pull/112

AT EIFHIRSEIRAIEHA, HRESERLTRANEME, Bizard SC T FERTE AR FTETIRT]
g8, X—EREEEITE—MELEERY. 8FMeNNIETE. XEWE, ARRFRRREE, BaE
RGP ABRIEE, BIRRIFHRER. A T7EIX—B/, Bizard RAT babelquarto
ZIESERTE, FRROTEHTRE (B2-6) .

File.gmd

English

% babelquarto freapt

: sidebar

P4 DI~ | rhcorcochandisoayspaphical auentitativedaa. i based on the e chart The rea between s and e are commonly
L
- : en
File.zh.gmd : "English" Chinese
: 'en'
: ['zh'] ERE
: "English" e
T i

- en

B ESRTELTRE

E2-6: oS RUE IS

2.1.4.2 Graph Gallery F&{L =12

FEXPRYEE: https:/github.com/openbiox/Bizard/pull/116, https://github.com/openbiox/Bizar
d/pull/163, https://github.com/openbiox/Bizard/pull/164, https://github.com/openbiox/Bizar
d/pull/165

BT Bizard FEEB LEKEIRRENHE, N THEFERERGEMETHRNEHERE. SEEILSHE

PR 57, Bizard #£H7 Graph Gallery (B&RE) 088, EBIS/CHtAIRBMUEERTA reactable
N FERBEERSITTEES, FHES Javascript, CSS BIImIBERER (B2-7) . EXNFREARET,

BREREFA—NEMAIRE, EXRBMINERID, BRER. BFRmA. BREIESF—HTA. AF
B, AR, NEERERTEEEUMEAT, KR TERIEER,

GraphGallery.gmd Render Table

reactable

i R BasicVoin Pl
) build |passing]  codecov | 87% | lifecycle [experimental v bl oo ety o Vilin Pl

wwwwwwwww

JavaScript CXX

wwwwwwwww

eeeeeeeee
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https://github.com/ropensci-review-tools/babelquarto
af://n200
https://github.com/openbiox/Bizard/pull/116
https://github.com/openbiox/Bizard/pull/163
https://github.com/openbiox/Bizard/pull/164
https://github.com/openbiox/Bizard/pull/165
https://github.com/glin/reactable

2.1.4.3 3RBRMKK

FEXPRYEE : https://github.com/openbiox/Bizard/pull/160, https://github.com/openbiox/Bizar
d/pull/161, https://github.com/openbiox/Bizard/pull/162

ATHER Bizard 5 LERKEREHERA. HEERXXMSHNHEKREL, Bizard RBET=RHPXEH
MEREREEARR (B2-8) . HP—RAF (Levell) JEM (BASICS) . B (OMICS) . @K
(CLINICS) FOHIPLOT JLKEIF DR, ZRBR (Level?) IZBEFRSRHITIAR, N: £HE
(Distribution) . #83%ME (Correlation) . HEFE (Ranking) . 4ERZE (Composition) ; =HREHR
(Level3) ABENMEIFRREE, 0: /(MEZEE (Violin Plot) | ZEE (Density Plot) . HI5E
(Histogram) . #8%kE (Box Plot) . XMIPADREMNERNBET, CRIBERAINEEFID EHT
o, BEERBERRARN, SR HE— N TEIERIMCAIRE,

_quarto.yml Sidebar Render

BASICS
Distribution v
Violin Plot

P e L e e TP .
 Levell ! Density Plot
H Histogram
., BASICS CLINICS HIPLOT Box Pl
! ’ ! ox Plot
L ' Ridgeline Plot
""""""" Tt Beeswarm Plot
T Correlation >
_______________________________ e S Ranking >
’ —— e
 Level2 \ — ) Composition/Part Of The >
PP q q o ! Whols
) Distribution Correlation Ranking Composition ' ole
' ! Data Over >
| Time/Evolution
""" Proportion/Flow >
Animation >
OMICS >
JE——
 Levels CLINICS

Violin Plot Density Plot Histogram Box Plot

CLINICS
MAP
About Us

E2-8: oEBRIML

2.1.4.4 MusE ML ERE

HBXPRYEEE: https://github.com/openbiox/Bizard/pull/112

AT RIEREEFFAREST SN, AR ERFNERMIGFTHRIOEB,. BRI AEIRAIXE, Bizard
#F GitHub Actions {582 T —E=&MNBEMEITIER, TN T MRBIREREIL EHENSESNE, KK
HERF 7 WA EEM SisEl. HTERER: BFAREBEHIINLAESRABEFEX (Push) £
TbiEE’JE’\ﬁ (40 main B master) , EAE—PMEFHIBEK (Pull Request) Bf, GitHub Actions ##E
EE. BSIUENTE GitHub IRERIMSEIIIAES, PIRRIURIERENXHE (Workflow File ) #{T—F
5]9&&&7:, KR B ERER GitHub Pages MTT (E2-9) .


af://n207
https://github.com/openbiox/Bizard/pull/160
https://github.com/openbiox/Bizard/pull/161
https://github.com/openbiox/Bizard/pull/162
af://n214
https://github.com/openbiox/Bizard/pull/112

Workflow File Github Action Build and Deploy
pages-build-deployment q
ey build
cccccc ded 5 days ago in 12s

© build 12 © @ report-build-status
> @ set up job

@ doploy > @ Checkout
hipsy/open

> @ Upload artifact

> @ Post Checkout

e > @ Complete job

a0 s
. succeeded 5 days ago in 13s
> @ Setupjob
GitHUb ACtionS > @ Deploy to GitHub Pages

> @ Complete job

E2-9: MukBEmtEE

2.2 1 BZIRYaRR A AR I
2.2.1 % GitHub Actions T{ERIZIBMAAF

BRI RTZRNRBERE GitHub Actions BEHFETH, 3 workflow SIARIFERFNCAZEEMREA
R, SENTEMEMUEAIIIE R HI— LA,

BRABE: CHRIESRSSITIREBEMZITMRFEHITITIE, FERIE GitHub Actions TR, &
Bf) Deepseek I2f# workflow XAUIBRIRZ, FSLI TN babelquarto FZESGEFMESEI TR F.

S e: WHTIMBEFAN, FEATMERRRERRE, EEE— M SRIERIIMAR workflow

£53.
0| Github page
Actions EIEE

‘openbiox/Bizard

maintS e

fork ZhengTiger/Bizard ,‘é;ﬁ Merge

maintsEE fbE

BT artifacts 168 /
HiETafork & EERIRIE,
WBETIRE Merge

ZhengTiger/Bizard ZhengTiger/Bizard ZhengTiger/Bizard

Plot1BEE Plot2 B Plot3CE |

Pull Request

El2-10: Github IREAIB MR ERERIE

2.2.2 33—La LU & TRAKAE

BEERE: BT Bizard B LANMGEHIERERS, AETEREITRSABNEEREE. BRZAIEE
B RIESHUIMANER, ERMAEREIEEMINKMGE, THRIIRETEEHI—EIRE.

ERFER: KRB ISIREERILUEED Deepseek HHTHEIR, DEBOMELIFRIDIED 5 SIFITEHAk
RIFBHER TR, BIMEFFRESIETRKIPE THEXSEREFESTE (R for Data Science,
quarto) , REFEITEIESITHIRUETT AR,

MEhE: EMEFTAR, HTRFUNZEIZRTHEEN, CERTTERNRTRIAEERER. 35t
BENMERMCIRIEARERIK, Deepseek & Al TEEMRAMITFEF.



af://n222
af://n223
https://www.github-zh.com/getting-started/hello-github-actions
https://github.com/ropensci-review-tools/babelquarto
af://n230
https://r4ds.hadley.nz/
https://quarto.org/

oRelLY %, Welcome to Quarto

"
%,

%,
R for Dqta An open-source scientific and technical publishing system

.
Sclence * Author using Jupyter notebooks or with plain text markdown in your favorite editor. —. Websites / Blogs
Img ly, Transform, Visualize

* Create dynamic content with Python, R, Julia, and Observable.
i q 9 ’ . ; . Dashboards
* Publish reproducible, production quality articles, presentations, dashboards, websites,

blogs, and books in HTML, PDF, MS Word, ePub, and more.

i H

Articles
* Share knowledge and insights organization-wide by publishing to Posit Connect,

U]

Confluence, or other publishing systems. Presentations

—_—
~

* Write using Pandoc markdown, including equations, citations, crossrefs, figure panels, e #\ Books

callouts, advanced layout, and more.

4 Knowledge Repos

Mine Cotmr el Analyze. Share. Reproduce. You have a story to tell with data—tell
& Garrett Grolemund it with Quarto.

E2-11: SEPEN

2.2.3 HithH 519
BRI T RISTRRIREET LS TR T,
WRRTE: TEE Deepseek ), Github issue, LR SISIMAIREMASBEMTRR,

=131 BRABE=
%00 babelquarto S EIFREHRES : T2/t DESCRIPTION X449 tmports: KETEA

1 Could not solve oackage babelquarto, F7E rRemotes: ZH THIIE Github 3k
dependencies iR

8B git branch 8IS, EARD IS MEIH
BOBFHTHR, ZEEE 9D BIEIE Pull
request, BHZEEHEIED

SHASEIS AR B S EAED FHHHT
&

Hiplot —L42EIBIER T
3 hiplotlib LIRS ZLAIRER, HELL
IBENHSE, W: complex-heatmap

B hiplot/hiplotlib fEAAKEBEINN
DESCRIPTION, 7E4ERTER hiplotlib HEJEREL

- R ETANESETOERT, WATHTTR
—lthypEs TR, S . — - ST

4 T;%;ﬁﬁj—zfiﬁfgﬁﬁim B, 0 [RXM4AF 60488 THIEEIER, TR
= MESHAEIRFERS HIYEER 1000 TRE, (RELRIESET

MEhE: EHRIETHERASBEISMATIR, XEXNSMAIFAERER. MEEEETEm R
B, FERER. AMEMEATIERITON, XeSRIBRARDEE. SINEESTNRINEREIR, B8
Deepseek & Al TEHHBRE, ERANCIAAIFFR L KEHREURNBERSTE. BERNRNSSITHINE
HRRIDIE,

3INBE 24

3.1 LI SERXITREES

AMBEFHEZEES), £33 418 (2025.7-2025-9) f9F&EHR, 2itME Bizard Github R PR
43 R, BHEmHEFH. FERRCIE: 31 MIXEEEREIE, 177 /1 Hiplot BIZFREEE, RAIEIEEE
I8 Bizard UG,



af://n237
af://n263
af://n264
https://github.com/ZhengTiger

PR 126-134 169-171

v

. . T XFEEEFREETE Tl

/ Bizard Prolect\ font
2>

) o - Jm

= PR 135-147 150-153 156-159 !Ll nyé_ -

Hiplot ElZEsE gL

35 e

PR 154-155

TR R

v

\openbiox Y.

PR 112 116 160-165

Bizard RJuL{L1L

v

E3-1: mBRERZPRICRA
AEZ24:

T FFARIERIBRE, EROTUEIRIBIEREEIST, EREEMFATRH—ITIRER, 4 Bizard RNINESXY
FRFE#ENAE. B Bizard MitRIfHBHBFEH LML, IENARHE—LWAESER.

3.2 RFKitHIERE

REXBIIRAELI T Bizard 9O IhEE, (BIAEFZSAESTE. SY5SITFImEAMRANE
18, Bizard BEIIAGU FZIERSEILHE:

(1) BINAIKESIRE: RSN A SEBF, BEIRAISUSESEREH TR, FERRTILA
13, XRRAMIEERA I, FEMRES IR RER GRS AT I LAYEER.

(2) ¥EEETFGitHub DiscussionfESEHSITiCHK: BrRICEVSERRETINEEM, EESAHKX
HEERFENEERZTENNEESE. SIE— M ECIRE. IRERE. eeRRRIEMMERF & T
BFIMEER. BPMYXALAEIGER Bug IRE, BEEARXTHERER. Flisesttaitie, EEsS5
Bizard IIHHYHIE.

(3) 5 Hiplot E&#H{TES: Hiplot ERHACEUHELREREFRREN ZAIBFE. BIE
Bizard RUFTIBEEIZRMAZ] Hiplot TRIBSITFE, XBLAFTRERE. BERANREASTEES.

[REHA 2R —hR Bizard RUIETUNRAS, FHEGHEXRIFHNEI, AKRE SCIHATIE.


af://n271

I SIN Al KiESHRE 7\ /#EET GitHub Discussion BTt X\

HIPLOT

Biomedical Data Visualization
\(240+ plugins by Hiplot Consortiury

El3-2: RFitLIFNZHE

3.3 Eigd

RUgIFFRZ SAZLRM TIX—FERMFE, GRS ES, EMEPR, LB E TR
FEYEEA.

[iY Openbiox #tXIRHATFHRINE XS, MHEXMREIENTN. 8F5EMIIRATE. #XEIZE(IRY
TR ERFFESER, BRRRELHEEMNRBAVRR.

RUgIARINB RS- BTN, EEMNIEPETIIBOES. NRESBICEEIRAE DRI

B, REERIAZENAEAER, RABELIRFHEHAIXE. FERGHSHSEI. =allEE)hi

B ANERZF MESTAIB AT RRFE TR, SRPRENTIE. S RTRARIEE), IR
SEF MR DS HE.

&E, BRERERE. ROAMBRIEIN, BRAIFREME(IES. XREHRRAEF—EZTRNM
B REEEXOKORERE, SREEFRRARER FIREFIT.


af://n280
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